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Abstract
In the course of the structural characterization of the nucleoproteins (N) and phosphoproteins (P) from three
paramyxoviruses (e.g. measles, Nipah and Hendra virus) we discovered that they contain long disordered
regions. The N and P proteins from these viruses thus provide an excellent model system to study the
functional impact of disordered motifs. The non-segmented, single-stranded RNA genome of these
paramyxoviruses is encapsidated by the nucleoprotein (N) within a helical nucleocapsid. Transcription and
replication are carried out onto this ribonucleoproteic complex by the viral RNA dependent RNA polymerase
that consists of a complex between the large protein (L) and the phosphoprotein (P). The P protein serves as
an essential polymerase co-factor as it allows recruitment of L onto the nucleocapsid template. Tethering of L
relies on the interaction between the C-terminal X domain (PXD) of the P protein and the C- terminal,
intrinsically disordered domain (NTAIL) of N. In my talk, I will focus on the mechanistic and functional
aspects of the interactions established by NTAIL and will highlight the functional implications of disorder for
viral transcription and replication.
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